••• JAN. 23. 2002 12:52PM £f. 6. F 

. 7 . Hanna et al. 

j Appl. No. 09/030,832 

Remarks 

Upon entry of the foregoing amendments, claims 95-147 are pending in the 
! application. Reconsideration of this Application is respectfully requested, 

i Non-elected claims 10, 27-94, and 148-157 have been canceled without prejudice 

| or disclaimer. Applicants reserve the right to file one or more divisional applications 

i 

j directed to the non-elected subject matter. 

i 

': Claims 95, 98, 101, 104, 115, 117, 118, and 127 have been amended. These 

amendments are being made to place the case in condition for allowance, following several 
! helpful telephonic interviews with the Examiner. Support for the amendments can be found 

! at, inter alia, pages 95-97. Accordingly, the amendments are believed to introduce no new 

j matter, and their entry is respectfully requested. 

j Based on the above amendments, Applicants respectfully request that the Examiner 

| reconsider and withdraw all outstanding rejections and that a Notice of Allowance be 

issued. 

Conclusion 
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All of the stated grounds of rejection have been properly traversed, accommodated, 
or rendered moot. Applicants therefore respectfully request that the Examiner reconsider 
all presently outstanding rejections and that they be withdrawn. Applicants believe that a 
full and complete reply has been made to the outstanding Office Action and, as such, the 
present application is in condition for allowance. If the Examiner believes, for any reason, 
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that personal communication will expedite allowance of this application, the Examiner is 
invited to telephone the undersigned at the number provided. 

Prompt and favorable consideration of this Amendment and Reply is respectfully 

requested. 

Respectfully submitted, 

STERNE, KESSLER, GOLDSTEIN & FOX P.L.L.C. ' 

Karen R. Markowicz 
Agent for Applicants 
Registration No. 36,351 

Date: January 23. 2002 

1 1 00 New York Avenue, N.W. 
Suite 600 

Washington, D.C 20005-3934 
(202) 371-2600 
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Version with markings to show changes made 

Claims 10, 27-94, and 148-157 have been canceled. 

95. (fourth amended) An isolated polynucleotide encoding a/polypeptide 
comprising an amino acid sequence at least 95% identical to amino acids 1 lb 260 of SEQ 

IDNO:42; / 

wherein % identity is determined with parameters that calculate % identity over the 

foil length of amino acids 1 to 260 of SEQ ID NO:42 and that allow gW of up to 5% of the 

total number of residues in amino acids 1 to 260 of SEQ ID NO:42^and] 

wherein said polypeptide forms a GAB A A receptor complex/ftdth a- and P- GABA A 

receptor subunits;_and / 

wherein said complex produces GABA-activat ed chloride currents. 

98. (fourth amended) An isolated polynucleotide encoding a polypeptide 
| comprising an amino acid sequence at least 95% identical to afrnino acids 1 to 488 of SEQ 

j IDNO:42; / 

I wherein % identity is determined with parameters pat calculate % identity over the 

! full length of amino acids t to 488 of SEQ ID NO:42 MiAfliat allow gaps of up to 5% of the 

! total number of residues in amino acids 1 to 488 of, ID NO:42; [and] 

wherein said polypeptide forms a GAB A A $e£tor complex with a- and p- GAB A A 
; receptor subunitsiand $j / 

wherein said complex produces GAB^acttvated chloride currents. 

101. (fourth amended) An isolit&t polynucleotide comprising a nucleotide 
; sequence encoding a polypeptide comprkiiigan amino acid sequence at least 95% identical 

| to amino acids -1 7 to 488 of SEQ ID N<^2; 

1 wherein % identity is determined with parameters that calculate % identity over the 

full length of amino acids - 1 7 to 488 of SEQ ID NO:42 and that allow gaps of up to 5% of 
! the total number of residues in amino acids -17 to 488 of SEQ ID NO:42; [and] 

wherein said polypeptide forms a GABA A receptor complex with a- and p- GABA A 
i receptor subunitsiand 

wherein said complex produces GABA-activated chloride currents . 

j 104. (fourth amended) jb isolated polynucleotide comprising anucleotide sequence 

j encoding a polypeptide composing an amino acid sequence at least 95% identical to amino 

j acids -18 to 488 of SEQH>^0:42; 

I wherein % identity is determined with parameters that calculate % identity over the 

I full length of amino acidfs -1 8 to 488 of SEQ ID NO:42 and that allow gaps of up to 5% of 

! the total number of residues in amino acids -18 to 488 of SEQ ID NO:42; [and] 

! wherein saidpolypeptide forms a GAB A A receptor complex with a- and P- GAB A A 

receptor subunit s/and 

wherein/said complex produces GABA-activated chloride currents . 

I / 



I 
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| H5. (fourth amended) An isolated polynucleotide encoding a polypeptide 

comprising an amino acid sequence at least 95% identical to the mature aipio acid sequence 
! encoded by the cDNA clone in ATCC Deposit No. 209642[,] ; 

| wherein % identity is determined with parameters that calcukrfe % identity over the 

j full length of the mature amino acid sequence encoded by the cDNfyclone in ATCC Deposit 

! No. 209642 and that allow gaps of up to 5% of the total numberof residues of the mature 

' amino acid sequence encoded by the cDNA clone in ATCC Deposit No. 209642; [and] 

| wherein said polypeptide forms a GAB A A receptor coi^plex with a- and 0- GAB A A 

receptor subunit s: and 

i wherein said complex produces GABA-activated cMloride currents , 

! / 

117. (fourth amended) An isolated polynucleotide encoding a polypeptide 
I comprising an amino acid sequence at least 95% identical to the complete amino acid 

sequence encoded by the cDNA clone in ATCOD^p^sit No. 209642; 

wherein % identity is determined with^ffl^eters that calculate % identity over the 
! full length of the complete amino acid sequepce / encoded by the cDNA clone in ATCC 

1 Deposit No. 209642 and that allow gaps of up tp 5% of the total number of residues of the 

complete amino acid sequence encoded t^ylfi^DNA clone in ATCC Deposit No. 209642; 



I [and] ^ / 

wherein said polypeptide fornfe§i GAB A A receptor complex with a- and 0- GABA A 
receptor subunitSLand VVJ / 

i wherein said complex profafces GAB A-activated chloride currents . 

! / 

\ 127. (twice amended) An isolated polynucleotide comprising a first polynucleotide 

which hybridizes to a second potytfucleotide, wherein the second polynucleotide consists of 
j the complement of the nucleotide sequence of the coding region of SEQ ID NO:41 [ 7 or the 

! full-length complement thereof], under conditions [comprising] consisting of : 

■ (a) incubating overnight at 42 °C in a solution consisting of 50% 

foimamide, 5x SSC, 50 j^M sodium phosphate (pH 7.6), 5x Denhardt's solution, 10% 
dextran sulfate, and 20 f*£/ml denatured, sheared salmon sperm DNA; and 
(b) /^ashing at 65 °C in a solution consisting of 0. lx SSC; 
[wherein sakr first polynucleotide is at least 70 nucleotides in length] 
wherein said first polynucleotide encodes a polypeptide that forms a GABA. , 
receptor comple^ with a- and ft- GABA A receptor subunits: and 

whereu/ said complex producesGAB A-activated chloride currents . 
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